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1 . -A method for the screening of anr/Lmycotic 



substances wherein 


an essential gene 


from 


my co' 


tes or a 


functionally similar mycete 


gene , or 


the 


corresponding 


encoded 


protein , 


is used 


as target 


and 


wherein the 


essential 


gene is 


selected 


from the g 


roup 


cons: 


-Sting in 


VML114C , 


YLR186w, 


YLR215C , 


YLR2 2 2 c , 


YLR2 


4 3 w , 


YLR2 7 2C , 


YLR2 75w, 


YLR2 7 6c , 


YLF.317w, 


YLR3 5 9w, 


YLR3 73c, 


Y'LR4 2 4 w , 


YLR4 3 7c, 


YLR44 Oc , 


YML02 3C , 


YML 0 4 9c , 


YML0 7 7w, 


YMLO 93w, 


YML I 2 7 w , 


YMR0 3 2w, 


YMRO 93w ; 


YMF. 13 ic , 


YMR1 


3 5 w , 


YMF. 2 12c, 


YMF. 2 I 3 w , 


YMR2 18c, 


YMR.2 81w, 


YMR2 8SW, 


YMF. 2 


?0c , 


YMF: 2 1 Iw , 


YMF. 04 9 c , 


YMR13 4W, 


YDR196C , 


. YDF:2 9 9w, 


YDR3 


h. C. C / 


" YDR3 96W, 


YDF.4 0 7C , 


YDF.4 16w, 


YDR4 4 9c, 


YDR4 7 2w, 


YDR4 


9 9w, 


YDF.14 1c , 


i UK S 4 , 


YDR3 2 5 w , 


YDR3 98w, 


YDR24 6w, 


YDR2 


3 £ c , 


YDF.3 6 1C , 


YDR3 6 7 w, 


YDR3 3 9C, 


YDR4 13C, 


YDR4 2 9C , 


YDR4 


= , 


YDR4 8 9 w , 


YDR5 2 7w, 


YDR2 8 8w, 


YDR2 01W, 


YDF.4 34 w, 


YDR1 


Sir, 


YDF.5 3 iw , 


YPL126w, 


YPL0 93w, 


YPL063w, 


YPL024W, 


YPLC 


2 0c , 


YPL012w, 


VPL007: , 


YPL233w, 


YPL14 6c , 


YTL0 91C , 


yil=: 




YIL019W , 


YIL109c , 


YIL104C, 


YFL024C , 


YF R0 0 3 c , 




2 / w , 


YFR042w, 


YIROlOw, 


YIROIBw, 


YPRO 4 8 w , 


Y?R0 72w, 


YPR'l 


Q ^ - 


YPRO 8 5c , 


YPR10E c , 


YPR112C, YPF.137w, YPR143w, Y?R144c .- 


;nc YF 


R16 9w . 


2 . - T 


he method 


of claim 


1 wherein 


mycete ce 


lis which 



express the essential gene, a functionally similar 



mycete gene, to a different level are incubated with the 
substance to be tested and the growth inhibiting effect of 
the substance is determined. 



the corresponding target encoded protein is contacted in 
vitro with the substance to be tested and the effect of 
the substance on the target is determined. 

4. -The method according to any one of claims 1-3 
wherein the screened substances partially or totally 
inhibit the functional expression of the essential genes 
or the functional activity of the encoded proteins. 




3'. -The method of claim 1 wherein said target gene 



or 
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5. -The method according to any one of claims 1-4 
wherein the mycete species are selected from /the group 
comprising Basidiomycetes , Ascomycetes and HypUmycetes . 

6. - The method according to any one o'f claims 1-5, 
wherein said functionally similar genes are/ essential genes 
from Candida Spp, or Aspergillus Spp . 

7. - The method according to claim 6, wherein said 
functionally similar genes are essential genes from Candida 
albicans, or Aspergillus f umigatus . .- 

8. - The method according to any one of claims 1 to 7 
wherein the functionally similar genes are identified by: 

a) providing a S.cerevisiae mutant strain in which 
the gene of S.cerevisiae to be investigated is either 
integrative or extrachromosomal under the control of a 

regulated promoter, 

b) culturing said mutant strain under growth- 
conditions m which the regulated promoter is active, 

c) transforming the mutant strain with cDNA or 
genomic DNA that has been prepared from the mycete - spec les 
to investigate and that hasten integrated into an 

appropriate vector, 

d) altering the culture condition, so that the 
regulated promoter is switched off and only S.cerevisiae 
cells which contain a functionally similar gene can 
survive , 

e) isolating and analyzing the cDNA or genomic DNA. 

9. - The method according to claim 8 wherein the 
functionally similar gene has a sequence identity, at the 
nucleotide level, with the corresponding S.cerevisiae 
essential gene of at least 50%, preferably of at least 60%, 
and most preferably of at least 70%. 

10. - The method according to claim 8 wherein the 
functionally similar gene encodes a protein having a 
sequence identity, at the amino-acid level, with the 
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corresponding S.cerevisiae essential gene / encoaed prouein 
of at least 40%, preferably of at /least 50%, more 
preferably of at least 60% and most preferably of at least 
70% . 

11. - The method according to any one of claims 1-10 
wherein said mycete cells are haplo^d S.cerevisiae cells. 

12. - The method according to any one of claims 1-4 
or 11 wherein the essential genes of S.cerevisiae are 
identified by integrat ior/ through homologous recombination 
of a selection marker / at the locus of the gene to be 
s t udied . 



